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Figure 1. Histone variants. Protein domain structure for the core
histones (H3, H4, H2A, and H2B), linker histone H1, and vari-
ants of histones H3 and H2A. The histone-fold domain (HFD)
is where histone dimerization occurs. Regions of sequence varia-
tion in histone variants are indicated in red. WHD, winged-helix

domain.
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