CXXC Cys-rich Dioxygenase

T mme——————————————— 1 7
1366 1736 Spacer 1903
2430 399,
Cys-rich Dioxygenase
| 11 1
mTet2 | = 41%
1042 1497 Spacer 1768
1912
37%
CXXC Cys-rich Dioxygenase
1
Ul I
742 1087 Spacer 1555
1784

Figure 7. Domain structure of the mouse Tet family proteins. Schematic diagrams of predicted conserved domain
structures in the three mouse Tet proteins. The conserved domains include CXXC zinc-binding domain, the
cysteine-rich domain, and the double-stranded B-helix (DSBH) found in members of the dioxygenase superfamily
proteins. Both the Cys-rich and the DSBH domains have been shown to be critical for enzymatic activity. Numbers
indicate amino acid numbers.
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